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<160> 12 
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<210> 1 

<211> 933 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice Variant-Novel Gene Expressed in Prostate 

<400> 1 

Met Arg Met Ala Ala Thr Ala Trp Ala Gly Leu Gin Gly Pro Pro Leu 
1 5 10 15 

pro Thr Leu Cys Pro Ala val Arg Thr Gly Leu Tyr Cys Arg Asp Gin 
20 25 30 

Ala His Ala Glu Arg Trp Ala Met Thr Ser Glu Thr Ser Ser Gly Ser 
35 40 45 

His Cys Ala Arg Ser Arg Met Leu Arg Arg Arg Ala Gin Glu Glu Asp 
50 ~ 55 ~ 60 

Ser Thr val Leu lie Asp val Ser Pro Pro Glu Ala Glu Lys Arg Gly 
65 70 75 80 

Ser Tyr Gly ser Thr Ala His Ala Ser Glu Pro Gly Gly Gin Gin Ala 
85 90 95 

Ala Ala Cys Arg Ala Gly ser Pro Ala Lys Pro Arg lie Ala Asp Phe 
100 105 110 

val Leu val Trp Glu Glu Asp Leu Lys Leu Asp Arg Gin Gin Asp Ser 
115 120 125 
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Ala Ala Arg Asp Arg Thr Asp Met His Arg Thr Trp Arg Glu Thr Phe 
130 135 ~ 140 

Leu Asp Asn Leu Arg Ala Ala Gly Leu Cys val Asp Gin Gin Asp val 
145 150 155 160 

Gin Asp Gly Asn Thr Thr Val His Tyr Ala Leu Leu Ser Ala Ser Trp 
165 170 175 

Ala val Leu Cys Tyr Tyr Ala Glu Asp Leu Arg Leu Lys Leu Pro Leu 
180 185 190 

Gin Glu Leu Pro Asn Gin Ala Ser Asn Trp Ser Ala Gly Leu Leu Ala 
195 200 205 

Trp Leu Gly lie Pro Asn val Leu Leu Glu Val val Pro Asp val Pro 
210 215 220 

Pro Glu Tyr Tyr Ser Cys Arg Phe Arg Val Asn Lys Leu Pro Arg Phe 
225 230 235 240 

Leu Gly Ser Asp Asn Gin Asp Thr Phe Phe Thr Ser Thr Lys Arg His 
245 250 255 

Gin lie Leu Phe Glu lie Leu Ala Lys Thr Pro Tyr Gly His Glu Lys 
260 265 270 

Lys Asn Leu Leu Gly lie His Gin Leu Leu Ala Glu Gly val Leu Ser 
275 280 285 

Ala Ala Phe Pro Leu His Asp Gly Pro Phe Lys Thr Pro Pro Glu Gly 
290 295 300 

Pro Gin Ala Pro Arg Leu Asn Gin Arg Gin Val Leu Phe Gin His Trp 
305 310 ~ 315 320 

Ala Arg Trp Gly Lys Trp Asn Lys Tyr Gin Pro Leu Asp His Val Arg 
325 330 335 

Arg Tyr Phe Gly Glu Lys val Ala Leu Tyr Phe Ala Trp Leu Gly Phe 
340 * 345 350 

Tyr Thr Gly Trp Leu Leu Pro Ala Ala val val Gly Thr Leu val Phe 
355 360 365 

Leu val Gly Cys Phe Leu val Phe Ser Asp lie Pro Thr Gin Glu Leu 
370 375 380 
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Cys Gly Ser Lys Asp Ser Phe Glu Met Cys Pro Leu Cys Leu Asp Cys 
385 390 395 400 

Pro Phe Trp Leu Leu ser ser Ala Cys Ala Leu Ala Gin Ala Gly Arg 
405 410 415 

Leu Phe Asp His Gly Gly Thr val Phe Phe Ser Leu Phe Met Ala Leu 
420 425 430 

Trp Ala val Leu Leu Leu Glu Tyr Trp Lys Arg Lys Ser Ala Thr Leu 
435 440 445 

Ala Tyr Arg Trp Asp Cys Ser Asp Tyr Glu Asp Thr Glu Glu Arg Pro 
450 ~ 455 ' 460 

Arg Pro Gin Phe Ala Ala Ser Ala Pro Met Thr Ala Pro Asn Pro lie 
465 470 475 480 

Thr Gly Glu Asp Glu Pro Tyr Phe Pro Glu Arg ser Arg Ala Arg Arg 
485 490 ~ 495 

Met Leu Ala Gly Ser Val val lie val val Met val Ala val val val 
500 505 510 

Met Cys Leu Val Ser lie lie Leu Tyr Arg Ala lie Met Ala lie val 
515 520 " 525 

val Ser Arg Ser Gly Asn Thr Leu Leu Ala Ala Trp Ala Ser Arg lie 
530 * 535 540 

Ala Ser Leu Thr Gly Ser val val Asn Leu val Phe lie Leu lie Leu 
545 550 555 560 

Ser Lys He Tyr Val Ser Leu Ala His val Leu Thr Arg Trp Glu Met 
565 570 ~ 575 

His Arg Thr Gin Thr Lys Phe Glu Asp Ala Phe Thr Leu Lys Val Phe 
580 585 590 

lie Phe Gin Phe val Asn Phe Tyr Ser Ser Pro val Tyr lie Ala Phe 
595 600 605 

Phe Lys Gly Arg Phe val Gly Tyr Pro Gly Asn Tyr His Thr Leu Phe 
610 615 620 

Gly val Arg Asn Glu Glu Cys Ala Ala Gly Gly Cys Leu lie Glu Leu 
625 " 630 635 640 
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Ala Gin Glu Leu Leu val lie Met val Gly Lys Gin val lie Asn Asn 
645 650 655 

Met Gin Glu val Leu lie Pro Lys Leu Lys Gly Trp Trp Gin Lys Phe 
660 665 670 

Arg Leu Arg ser Lys Lys Arg Lys Ala Gly Ala Ser Ala Gly Ala Ser 
675 680 685 

Gin Gly Pro Trp Glu Asp Asp Tyr Glu Leu val Pro Cys Glu Gly Leu 
690 695 700 

Phe Asp Glu Tyr Leu Glu Met Val Leu Gin Phe Gly Phe Val Thr lie 
705 710 715 720 

Phe Val Ala Ala Cys Pro Leu Ala Pro Leu Phe Ala Leu Leu Asn Asn 
725 730 735 

Trp val Glu lie Arg Leu Asp Ala Arg Lys Phe val Cys Glu Tyr Arg 
740 ~ 745 750 

Arg Pro val Ala Glu Arg Ala Gin Asp lie Gly lie Trp Phe His He 
755 ~ 760 765 

Leu Ala Gly Leu Thr His Leu Ala val lie Ser Asn Ala Phe Leu Leu 
770 775 780 

Ala Phe Ser Ser Asp Phe Leu Pro Arg Ala Tyr Tyr Arg Trp Thr Arg 
785 790 ^ 795 ^ 800 

Ala His Asp Leu Arg Gly Phe Leu Asn Phe Thr Leu Ala Arg Ala Pro 
805 810 815 

Ser Ser Phe Ala Ala Ala His Asn Arg Thr Cys Arg Tyr Arg Ala Phe 
820 825 830 

Arg Asp Asp Asp Gly His Tyr ser Gin Thr Tyr Trp Asn Leu Leu Ala 
835 840 845 

lie Arg Leu Ala Phe Val lie Val Phe Glu His val Val Phe Ser Val 
850 855 860 

Gly Arg Leu Leu Asp Leu Leu val Pro Asp He Pro Glu Ser Val Glu 
865 870 875 880 

lie Lys Val Lys Arg Glu Tyr Tyr Leu Ala Lys Gin Ala Leu Ala Glu 
885 ' 890 895 
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Asn Glu val Leu Phe Gly Thr Asn Gly Thr Lys Asp Glu Gin Pro Lys 
900 905 " 910 

Gly Ser Glu Leu Ser Ser His Trp Thr Pro Phe Thr val Pro Lys Ala 
915 920 925 

Ser Gin Leu Gin Gin 
930 

<210> 2 

<211> 3308 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Splice variant-Novel Gene Expressed in Prostate 



<400> 2 



CLCLClCLy CL LCiy a. 


L L L LyL LLV.U 




agcctcgccc 


tggccagctg 


tactaaacac 


60 


rt* erect arc 

L LL.LL.V_ LyLL 


"Tarl"! - rr1" aa 

LyL I. L LL Ly y 


L L L CI L L Ly LCI 


ggcaaggtga gggcatgega 


ataactacca 

LA L. Vj \m V- lw \A V_ V* LA 


120 


l LyLL lvj yy l. 


yyyy l lllqo 


QdQCCclCCCC 
y y y l l cl l l l l 


tccccaccct 


ctgtcccgca 


ataaaaacaa 


180 


y ClL LL LaLLy 


LLyciyciLLCiy 


yL LLuLy l Ly 


agaggtgggc 


catgacctcc 


aaaaccTctt: 


240 


f f r\r\~^ 2nrr3 


rtntnrrann 

l uy tyLLciyy 


ciy Lctyy ct LyL 


tgcggcgacg 


ggcccaggaa 


aaaaaraara 

y q y y ca l ci y l ci 


300 


LLyLLLLydL 


Lyci Ly LyctyL 


LLLLLLyayy 


cagagaagag 


gggctcttac 


yyyciyLciLciy 


360 


cccacgcctc 


ggagccaggt 


ggacagcaag 


cggccgcctg 


cagagctggg 


agtcctgcca 


420 


agccccggat 


cgcagacttc 


gtcctcgttt 


gggaggagga 


cctgaagcta 


gacaggcagc 


480 


aggacagtgc 


cgcccgggac 


agaacagaca 


tgeacaggae ctggcgggag 


acttttctgg 


540 


ataatcttcg 


tgcggctggg 


ctgtgtgtag 


accagcagga 


cgtccaggac 


gggaacacca 


600 


cagtgeacta 


cgccctcctc 


agcgcctcct 


gggctgtgct 


ctgctactac 


gccgaagacc 


660 


tgcgcctgaa 


gctgcccttg 


caggagttac 


ccaaccaggc 


ctccaactgg 


tcggccggcc 


720 


tgctggcatg 


gctgggcatc 


cccaacgtcc 


tgctggaggt tgtgccagac 


gtaccccccg 


780 


agtactactc 


ctgccggttc 


agagtgaaca 


agctgccacg 


cttcctcggg 


agtgacaacc 


840 


aggacacctt 


cttcacaagc 


accaagaggc 


accaaattct 


gtttgagatc 


ctggccaaga 


900 


ccccgtatgg 


ccacgagaag 


aaaaacctgc 


ttgggatcca 


ccagctgctg 


gcagagggtg 


960 


tcctcagtgc 


cgccttcccc 


ctgcatgacg 


gccccttcaa 


gacgccccca 


gagggcccgc 


1020 


aggctccacg 


cctcaaccag 


cgccaagtcc 


ttttccagca 


ctgggcgcgc 


tggggcaagt 


1080 


ggaacaagta 


ccagcccctg 


gaccacgtgc 


gcaggtactt 


eggggagaag 


gtggccctct 


1140 


acttcgcctg 


gctcgggttt 


tacacaggct 


ggctcctgcc 


ageggcagtg 


gtgggcacac 


1200 


tggtgttcct 


ggtgggctgc 


ttcctggtgt 


tctcagacat 


acccacgcag 


gaactgtgtg 


1260 
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ncaacaaaaa 

yLayLuayya 


caacttcaan 


a Ly uyLLLuL 


tttacctcaa 

L L LV>U ll 


L. LyLLL L L L L 


taactactct 


1320 


L„Luyv_yv_L. i_ y 


Ly v»v.l Lyy v.v. 


Lay y LLy y ll 


aactattcaa 

yy v. Ly l l l y a 


l La Lyy Ly y l 


accatattct 

u w Ly l y L L V. L 


1380 


t*caacTTnt"T 

tLU^L l i_ y L L 


V— a V- y y V— ci v_ Ly 


l y y y l l y Ly v. 


tactactaaa 

l y V- l y l l y y a 


atactaaaaa 

y LaL Ly yaay 


caaaaaaaca 

Ly y wwh **y l. y 


1440 


ccacactaac 

LLaLy v- i_ y y V— 


V- Luv.v.y l Ly y 


y ul Ly L ll Ly 


ac tacaaaaa 

u V— LULyuyyn 


cactaaaaaa 

LaL Ly ayy ay 


tldQCCtCQQC 

uy y l l l Ly y v— 


1500 


L. v_ v_ u y L L LUV. 


v,y ll LLayLV. 


cccataacaa 

V.V.V.Q Lyav.ay 


ccccaaaccc 

LLLLyuULLL 


catcacaaat 

La LLULyyy l 


aaaaacaaac 

y u y y u v. y uy v_ 


1560 


V- V_ LUL L L V_ L V_ 


toaaaaoaGC 

LyayayyayL 


CQCQCQCQCC 
LyLyLyLyLL 


acatactoac 

y lg Ly l Ly y l. 


caactctata 

Ly y l ll Ly Ly 


y Ly a LLy Lyy 


1620 


L y a iyy Lyy l 


cat oat note 
Ly <-yy *-yy Lv - 


atotocctca 

a Ly Ly l l LLy 


tat eta teat 

Ly ll La l l a l 


eetataceat 

ll Ly l a l l y l 


y l La LLa Lyy 


1680 

xvuv 


LLaiv.y Ly y l 


y LL.v_ci.yy l v_ y 


y y l a a l ci l l l 


ttftroraar 

l ll LV.yL.ay l 


etaaacet et 

l l y y y l l ll l 


C a cat caeca 

l y l a l l y l l a 


1740 


y v.v. l LuLy y y 


y ll, Ly Lay Ly 


aacctcatct" 

nav.v. LLy ll l 


tcatcctcat 

LLa LLL L L.U. L 


ectetccaaa 

L L L L LLLUUy 


atctatatat 

U L L» L U L y L U L 


1800 


ccctaaccca 

l. v_ v_ iyy lllo 


ratrrtaaca 

Ly LLL LVJOLu 


caataaaaaa 

Ly a Lyyyaaa 


tOCaCCOCaC 
LyL.UL.v_yv.uv_ 


ccaaaccaaa 

L L u y u l. V- uu y 


't'tCQtlQQelCQ 
l Lv.y u y y y 


I860 


v_ \_ l l LaL V- l l. 


v.aayy Ly l ll. 


atcttccaat 

U LL. LLLLCiy L 


tcatcaactt 

LLy L L UUL L L 


ctactcctca 

L LUL LLL L LU 


cccatctaca 

V— V. L. y L L. L U V_ U 


1920 


l"l"nrrl"l"r1"1" 


LaayyyLuyy 


l l Ly Lyyya l 


aeecaaacaa 

QLLLQyyLQCl 


ctacracace 

l l a l l a l a l l 


l Ly l l Lyy ay 


1980 


LLLy Laa Lya 


yyay LyLyLy 


y l Ly y ay y l l 


aectaatcaa 

y ll Ly a l Ly a 


actaacacaa 

y l l y y l u Lay 


y u y l lll Lyy 


2040 


t*f~al~ral~rinl~ 
LLa LLa Lyy l 


nnnraancan 
yyyv.ddyL.dy 


otratraara 

y l l a l Laa La 


aCatOCaOOa 
a l a Ly Lay y a 


aatcctcatc 

yy lll LLa ll 


ccaaaactaa 

\. l. y u ka. y L. LUU 


2100 


annnrtnntn 


y Ldyddy l ll 


rnnrttrnrt 
Ly y l l LLy l l 


LLaayaayay 


yaayy Lyyya 


y l l ll l y Lay 


2160 


nnnrtanrra 
yyy LayLLa 


yyyy*- 1 -*- *-yy 


nan nam a ft* 
yayy dLyaL l 


ataaaettat 

a Ly ay l l Ly l 


accctataaa 

y l l l Ly l y ay 


yy ll Ly l l Ly 


2220 


dLydy Lciv-v. l 


y yddd l y y Ly 


ctncaattcn 

l l y Lay l LLy 


aetteatcac 

y L L LLy LLUL 


eat cttcata 

La LL L LLy Ly 


accacctatc 

y \w \_ y l. l. Ly l v. 


2280 


rnrtrororr 


ar1*ct"t*cacc 

y L LL L LLyLL 


ctactcaaca 

l Ly l lluulu 


actaaataaa 

la l. l y y y l y y c* 


aa tccact ta 

y u l v. Ly v» »- w y 


aacacacaca 


2340 


ant*l*rnl"f~l~n 
ay l LLy ll Ly 


*-ydy LdLLyy 


Ly lll Ly Ly y 


l l y ay l y Ly l 


ccaaaacatc 

LLuyyuLu LL 


aacatctaat 

y y V— u l \w l y y l 


2400 


LLLuLCl ULL L 


y y y y y l l 


a cacacctaa 

a l y l a l l l y y 


eaateatcaa 

Ly y LLa l Lay 


caacacct tc 

L a U L y L L L L L 


ctcctaacct 

l. l l. l. Lyyv> V. L 


2460 


ll LLy tLLya 


rttrrtnrfo 

L L LLL Ly LLy 


cacacct art* 

l y l y l l l a l l 


aCCOOtaaaC 

99 y y 


CCQCQCCCelC 

LLyLyLLLUL 


QaCCtLQCQCQ 

y u V— v— Ly v>y v.y 


2520 


n r t" t*r C1~ <~ 3 a 

y L_ L LLL L L U U 


ll LL.av.yL. Ly 


of aroaoccc 

y Ly Ly ayLLL 


catectcctt 

LyLLLLLLLL 


CQCCQCCQCQ 
Ly LLy LLy Ly 


cacaaccaca 

n— u v— u u V— Ly v. u 


2580 


Ly Ly Lay y l a 


l Ly y y l l l ll 


***yyy a L y a *-y 


ataaaeatta 

a l y y a l a l La 


ttceeaaace 

L LLLLUyULL 


tactaaaatc 

LaL Lyyaa ll 


2640 


L L L L LyLLaL 


LLyLL l y y L L 


1*1* cat ra 1" 1" a 

L LLy L La L Ly 


tatttaaaca 

l y l l Ly ay La 


tataattt tc 

Ly Lyy lll ll 


L L l y L l y y L L 


2700 


y l, l. lll Ly y d 


rrtrrfnntfi 
ll LLL Ly y Ly 


rf~l~nara1"rr 

LL LydLd LLL 


ranant"f"1"fit* 
l ay ay ll Ly l 


noaoatraaa 

yyaya l Laaa 


y Lyaay Lyy y 


2760 

t— 1 VJVs 


Cty LaL LuLL L 


y y l Lddy Ldy 


y l aL l y y l Ly 


aaaataaaat 

ay a a Ly ay y l 


LLLLLLLyya 


araaacaaaa 

aLyaaLyyaa 


2820 

t- L» t- \J 


Ldddyyd Ly a. 


yLdyLLLddy 


n n rt f* a n a n r 
yy l LLdydy l 


tranrtrrra 

l Lay L L LL La 


rtnnararrr 
l LyyaLaLLL 


1" 1" c a c a a 1 1 c 

l l La Ly y l ll 


2880 


LLaayyLLay 


LLayLtyLay 


Ldy LydLy ll 


Lyy ddy ydLd 


l*rl"nnl"nnl"f* 
LLLyyLyyLL 


l l Lay y yyay 


2940 


tggcccctcc 


tgagccctgc 


gagcagcgtc 


cttttcctct 


tccctcaggc 


agcggctgtg 


3000 


tgaaccgctg 


gctgctgttg 


tgcctcatct 


ctgggcacat 


tgcctgcttc 


cccccagcgc 


3060 


cggcttctct 


cctcagagcg 


cctgtcactc 


catccccggc 


agggagggac 


cgtcagctca 


3120 


caaggccctc 


tttgtttcct 


gctcccagac 


ataagcccaa 


ggggcccctg 


cacccaaggg 


3180 
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accctgtccc tcggtggcct ccccaggccc ctggacacga cagttctcct caggcaggtg 3240 
ggctttgtgg tcctcgccgc ccctggccac atcgccctct cctcttacac ctggtgacct 3300 
tcgaatgt 3308 



<210> 3 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice Variant-Novel Gene Expressed in Prostate 

<400> 3 

Ser Leu Phe Met Ala Leu Trp Ala val 
1 5 



<210> 4 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice variant-Novel Gene Expressed in Prostate 

<400> 4 

val Leu Leu Glu val Val Pro Asp val 
1 5 



<210> 5 

<211> 9 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Splice Variant-Novel Gene Expressed in Prostate 

<400> 5 

Ala Leu Leu Ser Ala Ser Trp Ala val 
1 5 



<210> 6 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice Variant-Novel Gene Expressed in Prostate 

<400> 6 

Leu Leu Ala lie Arg Leu Ala Phe val 
1 5 



<210> 7 
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<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice variant-Novel Gene Expressed in Prostate 

<400> 7 

lie Leu lie Leu Ser Lys lie Tyr val 
1 5 



<210> 8 

<211> 9 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Splice variant-Novel Gene Expressed in Prostate 

<400> 8 

lie Leu Phe Glu lie Leu Ala Lys Thr 
1 5 



<210> 9 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice variant-Novel Gene Expressed in Prostate 

<400> 9 

Trp Leu Leu Ser ser Ala Cys Ala Leu 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Splice variant-Novel Gene Expressed in Prostate 

<400> 10 

Lys lie Tyr val Ser Leu Ala His val 
1 5 



<210> 11 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer/probe 

<400> 11 
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caggacgtcc aggacgggaa caeca 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer/probe 

<400> 12 

agcttgttca ctctgaaccg gc 



